Claims 

A method >of analyzing a sequence of a polynucleotide 
of interest, comprising the steps of: 

a) incorporating one member of a specific binding pair 
at the end of eacH strand of a double stranded polynucleo- 
tide of interest, the member being of the same type for 
both strands, 

b) immobilizing! both strands of the polynucleotide to a 
solid support proviqed with the other member of the speci- 
fic binding pair, 

c) annealing seqi3|encing primers to the immobilized 
strands , 

d) sequencing botm strands by the chain termination 
method. 

2. A method according to claim 1, characterized in that 
the polynucleotide of irnteT-est is amplified before or in 
connection with step/a)\. 

3. A method acca5rdiW^o claim 2, characterized in that 
said polynucleotideH-s^mplXf led by polymerase chain reac- 
tion extension of a first and s^^ond amplification primer, 
one primer being annealed to each strand of the double 
stranded polynucleotide, Swherein both primers comprise the 
member of the specific bihding pair, the member being of 
the same type for both primers, thereby producing copies of 
both strands of the polynucleotide bonded to said member of 
the specific binding pairi 

4. A method according to any of the claims 1-3, charac- 
terized in that the immobilization in step b) is made under 
denaturating conditions. 

5. A method according tt) any of the claims 1-3, charac- 
terized in that the strands| are denatured after immobiliza- 
tion in step b) . 

6. A method according to\ claim 1, characterized in that 
the sequencing primers are differently labelled. 

7. A method according to claim 6, characterized in that 
the labels are different flu(|rescent dyes. 
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S. A methodl according to claim 1, characterized in that 
the solid support is a manifold having a plurality of indi- 
vidual solid phase members. 

9. A method feccording to claim 8, characterized in that 
the solid phase,.Jfve?nbers are adapted for cooperation with a 
corresponding^se^^f receptacles. 

10. A metod abAording to claim 1, characterized in that 
the specific binding^ pair is selected from biotin - avidin, 
biotin - streptavadin, cystein - thiol groups, antigen - 
antibody, lectin -| sugar. 

11. A kit for use in analyzing the sequence of a poly- 
nucleotide of interest comprising: 

(a) a solid support, 

(b) amplification primers comprising one member of a, 
specific binding pair, the member being of the same type 
for both primers, 

(c) sequencing primers. 

12. A kit accorckng to claim 11, characterized in that 
the solid support is\a manifold having a plurality of indi- 
vidual solid phase members and that the sequencing primers 
are differently labelied. 

13. The method according to any of claims 1-10 for con- 
firmatory sequencing e.g. DNA diagnosis, in forensic analy- 
sis, HLA typl 



